Table S4. Transcriptome data statistics of grapevine leaves in Vitis pseudoreticulata

sample  raw reads raw bases  cleanreads clean bases error rate Q30 GC
CK 1 43124594 6.47G 41940138 6.29G 0.03 97.53 93.09
CK 2 39835992 5.98G 39073596 5.86G 0.03 97.56 93.15
CK 3 44023590 6.6G 43146736 6.47G 0.03 97.71 93.51
Cl 1 42560472 6.38G 41655426 6.25G 0.03 97.67 93.31
Cl 2 40912708 6.14G 39505784 5.93G 0.03 97.72 93.54
Cl 3 42470314 6.37G 41657122 6.25G 0.03 97.46 9291
C2 1 42578854 6.39G 41332800 6.2G 0.03 97.48 92.97
C22 39669556 5.95G 38733036 5.81G 0.03 97.71 93.48
C23 41110980 6.17G 40061442 6.01G 0.03 97.72 93.54
C3 1 43902524 6.59G 43038798 6.46G 0.03 97.66 93.35
C32 43898118 6.58G 43079798 6.46G 0.03 97.57 93.18
C33 43655298 6.55G 42919122 6.44G 0.03 97.87 93.81
C4 1 44098292 6.61G 43608054 6.54G 0.03 97.67 93.33
C4 2 42907916 6.44G 41653690 6.25G 0.03 97.97 94.01
C4 3 41971834 6.3G 41349964 6.2G 0.03 97.88 93.91

CK: 0 h post-inoculation with C. gloeosporioides; Cl: 12 h post-inoculation with C.
gloeosporioides; C2: 24 h post-inoculation with Colletotrichum gloeosporioides; C3: 72 h
post-inoculation with Colletotrichum gloeosporioides; C4: 120 h post-inoculation with
Colletotrichum gloeosporioides. Numbers 1-3 represent three biological

replicates.|log2(FoldChange)|>=1 and padj<=0.05.



